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INTRODUCTION

MEXICAN SHRIMP GENETIC LINES

Litopenaeus vannamei ST
[Pacific white shrimp] Sy Sustainability of shrimp farming

depends upon: Selective
2018 53% of world crustacean production breeding

B resistance

INCREASE OF SHRIMP FARMING AND
DECREASE IN PRODUCTION RESOURCES

Feed represents 50 to 60 % of the total
cost of production

Alternative

Growth performance .

Feeding efficiency
Potentially gut microbiota

DIETARY INGREDIENTS

Unsustainable

METHOD

EXPERIMENTAL DESIGN MICROBIOTA ANALISIS STATISTICAL ANALISES
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